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Date of Birth 28th February, 1987

Nationality Indian

Address Plant-Microbe Interaction Laboratory,
Department of Botany, Siksha Bhavana (Institute of Science),
Visva-Bharati, Santiniketan, West Bengal- 731235.

Contact E-mail: anindya.biswas@visva-bharati.ac.in, ani.vb009@gmail.com
Mobile: +91-8961245965

Research interests
Molecular plant-microbe interaction, bacterial iron homeostasis, bacterial stress response, protein
chemistry, DNA-protein interaction.

Teaching experiences

Assistant Professor

November2021 -present Department of Botany, Visva-Bharati, Santiniketan.

DST-INSPIRE Faculty

August 2020 - November 2021 Department of Microbiology, University of Burdwan, West Bengal.

Guest lecturer

June 2016- June 2017 P.G. Department of Botany, Hooghly Mohsin College, West Bengal.

Research experiences

August 2020 - November 2021 | DST-INSPIRE Faculty
Department of Microbiology, University of Burdwan, West Bengal.

July 2017- June 2020 DBT Post-doctoral Research Associate
Centre for DNA Fingerprinting and Diagnostics (CDFD), Hyderabad.

June 2011-June 2017 Doctoral student, Bose Institute, Kolkata.
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Education

June 2011 - June 2017 PhD in Biochemistry, Bose Institute (University of Calcutta).
Thesis: Studies on the DNA-binding domain of the immunity repressor
of a Staphylococcal phage ®11.
Supervisor: Prof. Subrata Sau,
Bose Institute, Kolkata (India)

August 2008 - August 2010 | M.Sc. in Botany, specialization in Mycology and Plant pathology.
Visva-Bharati University, India (secured First Class 6th Rank)

July 2005 - June 2008 B.Sc. in Botany (Honours), Chemistry, Zoology.
University of Kalyani, India (secured First Class 2"d Rank)

Achievements
2020 DST-INSPIRE Faculty Fellowship, DST, Govt. of India.
2017 DBT Research Associateship, Department of Biotechnology, Govt. of India.
2017 National Postdoctoral Fellowship (N-PDF), DST, Govt. of India (Declined).
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